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Figure 1 



| 112 patients (60 progressive disease, PD, 52 objective response, OR) | 





46 patients (25 PD, 21 OR) 
Training 



66 patients (35 PD, 31 OR) 
Validation 



BRB Class Comparison 
QC spots, P<0.05 



Experiment: 
569 informative genes 



Duplicate: 
449 informative genes 



Discriminatory signature: 
81 - gene set 



Predictive signature: 
44 - gene set 
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Figure 2A 




Progressive Disease 



Objective Response 



Cluster I 



Cluster II 
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Figure 2B ^ 
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Figure 3 
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Traditional factors-based score with PgR 

HR = 0.60 (95% CI: 0.361.01) 
p = 0.06 
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p = 0.03 
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Figure 4 



so — 



■N — 
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■ Selected subset 
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